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List of SNPs not Included in the LD table and diagram of LD and/or HAP bl cks. These SNPs are In 
strong LD with one r more f the SNPs included In the LD table. 



Gene 


6TC SNP/Site #* 


Combination of sites with > 0.9 LD 


IL-1A 
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land2 
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2 and 3 
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4 and 5 




10 


9 and 10 




12 


11 and 12 




14 


13 and 14 
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15 and 16 
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18 and 19 

iv hum • v . 




Oft 


OR flnrl 9ft 
AO OIIU AO 




32 


31 and 32 
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33 and 34 


IL-1B 


2 I 


1 and 2 
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3 and 4 
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4 and 5 
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5 and 6 
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6 and 7 
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7 and 8 
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8 and 9 




17 


High heterozygosity and informative 


IL-1F5 
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5 and 6 
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6 and 7 
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8 and 9 
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14 


13 and 14 
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22 and 23 
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28 and 29 
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High heterozygosity and Informative 




36 


36 and 37 
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High heterozygosity and informative 




40 


High heterozygosity and Informative 




43 


High heterozygosity and Informative 




45 


High heterozygosity and Informative 




48 


47 and 48 




50 


49 and SO 




51 


High heterozygosity and Informative 




54 


54 and 65 




56 


65 and 56 




57 


56 and 57 



FIGURE 7 A 



Gene 


GTC SNP/Slte # 


C mblnatlon f sites with > 0.9 LD 


IL-1RN 


14 


14 and 16 




19 


High heterozygosity and Inf rmatlve 




22 


21 and 22 




30 


30 and 31 
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36 and 36 
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High heterozygosity and Informative 
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37 and 38 
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39 and 40 
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43 and 44 




62 


62 and 63 




64 


High heterozygosity and Informative 




76 


76 and 77 




82 


81 and 82 



* Note: Numbers in this column represent the position of SNPs in the GTC sequence panel, consisting 
four genes. For example, in the gene IL1-A, sites #1,3 and 5 correspond, respectively, to SNP sites 
2346, 2505 and 31 16 in the GTC map. 
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GATGTGAACATTGAG-TTATTGTAAACCTCT 



Different cDNAs: IL-1F10a (AF334765) and IL-1F10b (AY026763). 
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